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Analysis of pathogen distribution characteristics and drug resistance in patients with different levels of
infection of type 2 diabetic foot

GUO Tianyuan, CHEN Nan (Endocrinology Department of Tangshan Workers' Hospital , Tangshan , Hebei
063000, China) *

Objective To analyze the distribution of pathogens in different grades of Wagner 1 in patients with type 2
diabetes foot and the results of drug sensitivity. Methods Retrospective analysis of 516 cases of type 2 diabetes foot
patients were collected from January 2024 to October 2024. They were divided into three groups according to the degree
of infection, mild group (Wagner 1-2,n=71) ,Moderate group (Wagner grade 3,7n=52),Severe group (Wagner grades 4-
5,n=45),Collect all patients’ lesion edge deep tissues for pathogen identification,and conduct drug sensitivity tests on
key pathogens. Results Among 516 cases of type 2 diabetes foot patients. 168 cases (32. 56 %) were detected to be
infected,including 78 cases (46.43%) of Gram negative bacteria, 85 cases (50. 59%) of Gram positive bacteria, and 5
cases (2.98%) of fungi. The stenosis degree rate of WBC,CRP,and lower limb arterial disease in the severe group was
greater than 50% ,and the rate of extremely severe sensory abnormalities was higher than that in the mild and moderate
groups (P<C0.05). The ABI was lower than that in the mild and moderate groups. When comparing the distribution of
pathogens in patients with different levels of infection, Staphylococcus aureus,a Gram positive bacterium, was the most
common in the mild group, accounting for 15. 48% ; In the moderate and severe groups, Escherichia coli was the most
common Gram negative bacteria, accounting for 7. 14%. From the correlation between the distribution of pathogens in
patients with different levels of infection,the number of instances of "gram-positive bacteria Streptococcus" is 19, with a
support rate of 11. 310% ; The number of instances in the "Gram negative bacteria Klebsiella pneumoniae" rule is 26, with

a support rate of 15.476%. In the "Gram negative bacteria E. coli" rule,the number of instances is 30, with a support
rate of 17. 857%. The drug sensitivity results showed that S. aureus in the mild group had a higher sensitivity to

linezolid and vancomycin, while E. coli in the moderate and severe groups had a higher sensitivity to imipenem and
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amikacin.

Conclusion The distribution of pathogenic bacteria in patients with type 2 diabetes foot varies according to

the degree of infection. S. aureus is the main cause of mild infection,and E. coli is the main cause of moderate and severe

infection. It is necessary to select appropriate antibiotics according to the experience of the main pathogenic bacteria to

improve the treatment effect.
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