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EBNALI protein analysis of Epstein-Barr virus and expression of it in recombinant adenoviru
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(CUHEe) B Objective  Epstein-Barr virus core antigen 1 (EBNA1) was analyzed by bioinformatics technique and

recombinant adenovirus was researched in order to lay a foundation for the development of Epstein-Barr virus-related

vaccine. Methods The genomic and amino acid sequences of EBNA1 protein were extracted from NCBI database, the

Bioinformatics Tools ProtParam,IEDB and UniProt were used to analyze the physical and chemical properties, B-cell and

T-cell epitopes,and protein interaction of EBNAT, to reveal the potential application of EBNAT protein in vaccine field, the
EBNAI1-pDC316 recombinant plasmid and the backbone plasmid pBHGlox (DELTA) E1, 3Cre were cotransfected into
HEK 293 cells and the results of their recombinant adenovirus were identified. Results EBNAI is a hydrophobic stable

protein. The dominant B-cell epitopes were screened, which were at 16-27 amino acids,33-61 amino acids and 63-75 amino

acids respectively; There were two restricted dominant epitopes in CTL and two restricted dominant epitopes in Th cells,

and the common amino acid regions were 11-14 and 175-183, the recombinant adenovirus was successfully constructed and

expressed in HEK 293 cells.  Conclusion The recombinant adenovirus of the EBNAI1 protein, which meets vaccine

candidate criteria in a number of key aspects, including physicochemical properties, immunogenicity, and sequence

homology,could be used as a vaccine against Epstein-Barr virus (EBV) infection.
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Fig. 4 Expression and identification of recombinant adenovirus
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