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BH I E R AL BUN RNA(mIR)-155-5p, miR-4286 1k 15 1 4 £ Jf v 118058 FF 147 (Hp) & e 28 4 1 IR
FRIEREBUGEMXR,  HiE #HE 2020 45 1 H-2022 45 6 A FAB 2 F AR VIBRIGIT Y 144 6] 5 9 B & ARG 2 &
J&Y Hp 4y Hp PR (n=93) Al Hp L4 (n=51), BEV /e %5 8@ 47 Hp LR BEE Z R4 HNET AN
BEA R (n=34) , FEMIFAR TG RIF(n=59), KA ILH 556 & PCR 3% (qRT-PCRO M 2 4 41 21 9 55 41 41 miR-155-
5p.miR-4286 ) FikKF. logistic MIH 4 HT 8 9 & JF Hp B B H BUS A R 09520 R 2. 252 8038 LR RR1E il £k
(ROO) 43 M 2048 miR-155-5p , miR-4286 %I B & F Hp P B EBE AR WBMMME. HR SEFHALHIL,
9 B 2140 miR-155-5p. . miR-4286 F ik FFF(P<C0.05), 5 Hp B4 A . Hp FH#: 4] miR-155-5p, miR-4286
FiEH EF(P<C0.05) ., A4 miR-155-5p. miR-1286 F ik 5 i & I Hp B RS 00 Mow B8 VTNM 403 bk B 45 5%
B L(P<0.05), 5HERIFHML. WG A B4 miR-155-5p. miR-4286 ik I FF (P <C0. 05), miR-155-5p, miR-
4286 Ny B 4 IF Hp JRYe B 15 B/ K N 2 (P<<0.05) ., JEZH 4 miR-155-5p. miR-4268 W4 Wi & 4 9F Hp B
BHEVEARMML THMAAUC H 0. 978, B % KT miR-155-5p(Z=2. 236, P =0. 025) ,miR-4268(Z = 2. 648, P =
0.008) AR THM A AUC.  #5iE BB A I Hp BB F B AL miR-155-5p. miR-4286 ¥ 2 @& F ik, 5 B H 091G KR
ER WG AN RA K ZHETABA RSN 6 Hp @Y 8% BUS A RIEAS 0 .
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The relationship between miR-155-5p and miR-4286 expression in gastric cancer tissue and clinical
features and prognosis of patients with gastric cancer complicated with Hp infection

LV Pengfei, SONG Xiaojing, YUAN Defeng, ZHANG Zhengcong, BAI Xiaoping, ZHANG Haiwei,

WANG Liping,ZHU Xiaoliang (Department of General Surgery, The First Hospital of Lanzhou University ,
Lanzhou 730000,China) ™™

Objective To investigate the relationship between the expression of microRNA (miR-155-5p) and miR-
4286 in gastric cancer tissue and the clinical features and prognosis of patients with gastric cancer complicated with
Helicobacter pylori (Hp) infection. Methods From January 2020 to June 2022, 144 gastric cancer patients who
underwent surgical resection treatment in our hospital were selected. According to whether they were infected with Hp,
they were assigned into Hp positive group (n=93) and Hp negative group (n=51). Patients with gastric cancer
complicated with Hp infection who experienced cancer recurrence or all-cause death during follow-up were classified as
poor prognosis (n=34) ,otherwise they were classified as good prognosis (n=159). Real-time fluorescence quantitative
PCR (qRT-PCR) was applied to measure the expression levels of miR-155-5p and miR-4286 in cancer tissues and adjacent
tissues. Logistic regression was applied to analyze the influencing factors of poor prognosis in gastric cancer patients with
Hp infection. Receiver operating characteristic (ROC) curves were plotted to analyze the predictive value of miR-155-5p
and miR-4286 in cancer tissue for poor prognosis in gastric cancer patients with Hp infection. Results Compared with
adjacent tissues,the expression of miR-155-5p and miR-4286 in cancer tissues of gastric cancer patients increased (P <C
0.05). Compared with the Hp negative group, the expression of miR-155-5p and miR-4286 increased in the Hp positive
group (P<C0.05). The expression of miR-155-5p and miR-4286 in cancer tissues was associated with tumor diameter,

TNM staging,and lymph node metastasis in gastric cancer patients with Hp infection (P <C0. 05). Compared with the

« PESERTNEDE  HN AR H (No. 21JR11RA084) .
xx  WCERIRIED ] 5% , E-mail ; zhuxiaoliang1981@163. com
CEampl B €987, B Hl 22 M B, 5 BRI AR B AT I SN BRI R TAEWFSE . E-mail . pf9117j@126. com



TR R R AE Y F L E
Journal of Pathogen Biology

2024 4F 12 F 4519 45 12 1)
Dec. 2024, Vol.19,No. 12

« 1507 -

good prognosis group, the expression of miR-155-5p and miR-4286 increased in the poor prognosis group (P <C0. 05).

MiR-155-5p and miR-4286 were risk factors for the prognosis of gastric cancer patients with Hp infection (P <C0. 05).

The area under the curve (AUC) of miR-155-5p combined with miR-4268 in predicting poor prognosis in gastric cancer
patients with Hp infection was 0. 978, 0bviously higher than the AUC predicted by miR-155-5p (Z=2. 236, P =0. 025)

and miR-4268 (Z=2. 648, P =0. 008) alone.

Conclusion

MiR-155-5p and miR-4286 are highly expressed in cancer

tissues of patients with gastric cancer complicated with Hp infection, which is related to the clinical features and poor

prognosis of the patients. The combination of the two has a high value in evaluating the poor prognosis of patients with

gastric cancer complicated with Hp infection.
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Table 1

qRT-PCR 3| 41 51
qRT-PCR primer sequence

514
5-GTAACCCGTTGAACCCCATT-3
5-CCATCCAATCGGTAGTAGCG-¥
5-TTATGACTATGGTACCAGGAGT-¥
5-ACTCCTGGTACCATAGTCATAA-%
5-GCTTCGGCAGCACATATACTAA-3
5-AACGCTTCACGAATTTGCGT-3

R

miR-155-5p LS
THELIY
LiEsI
L]
LiEsIY
T

miR-4286

ué

4 FIHEFW
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Table 2 Relationship between clinicopathological features and miR-155-5p and miR-4286 expression in patients with gastric cancer complicated with Hp infection

miR-155-5p miR-4286
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Table 3 logistic regression was used to analyze

the prognostic factors in patients with gastric cancer
complicated with Hp infection

e B SE  WaldX* OR 957 EfF X[ P
miR-155-5p  2.007 0.152 174.275  7.438 5.522—10.019 0.000

miR-4286  1.796 0.178 101.796  6.025 4.251—8.540  0.000
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Fig. 1 The expression of miR-155-5p and miR-4286 in cancer
tissue predicted the poor prognosis of patients with gastric
cancer combined with Hp infection
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