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Analysis of pathogenic bacteria distribution and clinical value in elderly diabetic foot patients with
different bacterial infection types

ZHANG Mengdan, LIU Yu. WANG Xiaoqing (Endocrinology Department of Pingxiang Second People’s
Hospital s Pingxiang » Jiangxi337000,China) * ™

Objective To investigate the distribution characteristics and clinical value of pathogenic bacteria in elderly
diabetic foot patients with different bacterial infection types. Methods A total of 142 elderly DF patients diagnosed and
treated in our hospital from January 2020 to December 2023 were selected as the study objects. According to the
distribution of pathogens in wound samples,they were divided into mixed infection group (n=59) and non-mixed infection
group (n=283) ,and the distribution and drug resistance of pathogens were observed. Compare clinical features; Logistic
regression was used to analyze the related factors affecting mixed bacterial infection in elderly DF patients.  Results In
the mixed infection group, 118 strains of pathogens were detected,40 (33.80%) were gram-positive and 78 (66. 10%)
were gram-negative. In the non-mixed infection group,83 strains of pathogenic bacteria were detected,of which 25 were
gram-positive (30.12%) .56 were gram-negative (67.47%) and 2 were fungi. There was no significant difference in the
distribution of pathogenic bacteria on the wound between the two groups (P >>0. 05). The results of drug sensitivity
showed that Staphylococcus aureus and Staphylococcus epidermidis had the highest resistance to penicillin G, which were
95.65% ,100. 00% ,66. 67% and 57. 14% , respectively. It was followed by erythromycin (86. 96% ,90. 00% ,53. 33%,
42.86%) and azithromycin (82. 61% ,80.00% ,46.67%,71.43%). The resistance of Escherichia coli to furantoin was
the highest in the two groups,89. 47% and 68. 00% , respectively. It was followed by gentamicin (73. 68% ,48. 00%) ,
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cefuroxime (65.79% ,40.00%) and cotrimoxazole (55. 26,40. 00%). The resistance of Proteus to cefotaxime was the

highest,53. 85% and 80. 00% ,respectively. It was followed by gentamicin (46.15% ,70. 00%) and cefodizime (38. 46 % ,

70.00%). There were significant differences in DF course, Wagner grade, antibiotic treatment history and CD4" /CD8"

between the mixed infection group and the non-mixed infection group (P <C0. 05). Logistic regression analysis showed

that the prolonged course of DF, Wagner grade 4-5, history of antibiotic therapy,CD4" /CD8" and decreased ABI were

independent factors for the occurrence of mixed bacterial infection in elderly DF patients (P <Z0. 05).

Conclusion

Among the pathogens of mixed bacteria infection,S. aureus +E. coli accounted for the highest proportion. In addition,

DF course, Wagner grade, antibiotic treatment history, CD4" /CD8" , ABI will affect the occurrence of mixed bacterial

infection in patients,and clinical attention should be paid to it.

[Keywords] old age;diabetic foot;types of bacterial infection;distribution characteristics of pathogenic bacteria
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Table 1 distribution of pathogens of different infection types
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Table 2 Analysis of the number and resistance of drug-resistant
strains of major Gram positive bacteria
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Table 3 Analysis of the number and resistance of major Gram
negative bacteria resistant to antibiotics
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Table 4 Comparison of clinical characteristics between two groups
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Table 5 Binary logistic regression analysis of mixed bacterial
infections in elderly DF patients
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