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Clinical characteristics of novel coronavirus infection cases and analysis of therapeutic effect of traditional

Chinese medicine

QIAN Qiuhong,LV Hong,SHU Jun, TAO Zhengzheng, SHEN Luhong (Traditional Chinese Medicine
Hospital of Taicang City ,Suzhou City, Taicang 215400, Jiangsu »China) * ™

Objective To explore the clinical characteristics of novel coronavirus infection cases in this region and the
efficacy of traditional Chinese medicine intervention.  Methods 265 confirmed cases of novel coronavirus infection
admitted to the pulmonary disease department of our hospital were selected as the subjects of this study. The patient basic
information, medical history, and clinical symptoms were collected by the hospital’s electronic case system to classify
patients clinically. Two Chinese medicine practitioners with clinical experience or professional training in traditional
Chinese medicine from our hospital will assess the patient’s tongue condition and differentiate the disease. All patients
were detected by fluorescence quantitative PCR,and were divided into groups according to the results of novel coronavirus
gene sequencing. The clinical characteristics of cases infected with different strains and genders were compared. The mild
novel coronavirus infection cases were treated with Chinese medicine prescriptions,and the correlation between the nucleic
acid positive days after taking Chinese medicine and the nucleic acid positive days before taking Chinese medicine was

analyzed. Results Among 265 cases of novel coronavirus infection, 102 cases were mild, 93 cases were common, 54
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cases were severe,and 16 cases were critical. 26 cases were not vaccinated, 15 cases received one dose of vaccine, 132 cases
received two doses of vaccine,and 92 cases received three doses of vaccine. 80 cases were complicated with hypertension,
45 cases with diabetes, 40 cases with coronary atherosclerotic heart disease, and 21 cases with chronic obstructive
pulmonary disease. Among the 265 cases of infection, there were 67 cases of Delta variant infection and 198 cases of
Omicron variant infection. There was a statistically significant difference (P <C0. 05) in the proportion of fever, sore
throat,and chest tightness among different strains of infection cases. However, there was no statistically significant
difference (P>>0. 05) in the proportion of gender, cough/sputum, nasal congestion, diarrhea, fatigue, muscle soreness,
nausea and vomiting, and decreased smell/taste. There was no statistically significant difference (P >>0. 05) in the
proportion of fever,cough/sputum,sore throat,nasal congestion, diarrhea, fatigue, muscle soreness,nausea and vomiting,
and decreased sense of smell/taste among cases grouped by different genders, while there was a statistically significant
difference (P<C0.05) in the proportion of chest tightness. The tongue texture of 265 cases was mainly pale red tongue
(33.96%) and red tongue (19.25%) ,and the tongue coating was mainly yellow white greasy coating (35.09%) and thin
yellow greasy coating (24.91%). 130 patients were classified as basic type based on syndrome differentiation,82 as damp
heat type,29 as cold dampness type,18 as liver depression type.4 as wind heat type,and 2 as yin deficiency type. 62 mild
infection cases were treated with traditional Chinese medicine on the day of positive nucleic acid testing. After taking
traditional Chinese medicine treatment,the number of days of positive nucleic acid test was (3. 52+1.00) days. 40 cases
of mild infection were treated with traditional Chinese medicine after a few days of positive nucleic acid testing. The
number of days before taking the medicine was (7. 18 == 4. 16) days, and the number of days after taking traditional
Chinese medicine treatment was (6.4843.16) days. There was a strong correlation (P <C0. 05) between the number of
days of nucleic acid positive after taking traditional Chinese medicine and the number of days of nucleic acid positive before
taking traditional Chinese medicine in patients with mild infections.  Conclusion The patients infected with novel
coronavirus in this region were mainly light infected. The clinical characteristics of different virus strains and different
genders were different. The dialectical typing of TCM was mainly the basic type. In patients with mild novel coronavirus

infection, early intervention with traditional Chinese medicine can effectively shorten the days of nucleic acid positive after

taking medicine.
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