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A study on the distribution characteristics of multidrug-resistant bacteria in our hospital from 2017 to
2023 and the effect of standardized nursing management on hospital infection control

HUANG Xiaojiao, CHEN Sheng (Gezhouba Central Hospital of Sinopharm , Third Clinical Medical College of
the Three Gorges University ,Yichang 443002, Hubei , China) *

Objective To explore the distribution characteristics of multidrug-resistant bacteria in our hospital from
2017 to 2023 and the effect of standardized nursing management on hospital infection control.  Methods The pathogenic
biological specimens submitted by various departments of our hospital were selected from January 2017 to December
2023, The carbapenem resistant Enterobacteriaceae (CRE) (including Escherichia coli and Klebsiella pneumoniae) ,
methicillin-resistant Staphylococcus aureus (MRSA) . vancomycin resistant Enterococcus (VRE) (including Enterococcus
faecium and Enterococcus faecalis) , carbapenem resistant Acinetobacter baumannii (CRABA) were targeted monitored.
Our hospital has implemented standardized nursing management since January 1,2021,and the detection of multidrug-
resistant bacteria before and after management were compared. Results From 2017 to 2023, a total of 16 401
pathogenic bacteria were isolated,and 974 multidrug-resistant strains were detected, with a detection rate of 5. 94 % (974/
16401). The detection rate was 8.27% in 2017,7.04% in 2018,7.53% in 2019,8.09% in 2020,5.21% in 2021,4.63%

in 2022,and 3.33% in 2023. Among the 974 strains of multidrug-resistant bacteria, 341 strains were MRSA, 40 strains
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were CREC, 36 strains were CRKP, 414 strains were CRAB, and 143 strains were CRPAE. No VRE strains were
detected. Among the 974 strains of multidrug-resistant bacteria, 63. 76 % came from sputum specimens, 16. 02% from
wound secretion specimens, 4. 41% from catheter tip specimens, 4. 21% from blood specimens, 2. 16% from pus
specimens, 1. 33% from urine specimens,1. 33% from alveolar lavage fluid,0. 31% from drainage fluid,and 6. 47 % from
other specimens. CRAB,MRSA,and CRPAE mainly came from sputum specimens,followed by wound secretions. CREC
and CRKP mainly came from sputum specimens, followed by alveolar lavage fluid. The CRAB strain was resistant to all
cefuroxime, imipenem, and meropenem, but had a high resistance rate to cefoperazone, ceftazidime, ciprofloxacin,
levofloxacin, tobramycin, amikacin, gentamicin, and compound sulfamethoxazole. It showed high sensitivity to
minocycline, tigecycline,and polymyxin B. MRSA strains were resistant to all penicillin G,ampicillin, and erythromycin,
with a high resistance rate to clarithromycin, ciprofloxacin, gentamicin, tobramycin, and tetracycline. They were sensitive
to teicoplanin, vancomyecin, linezolid, and furantoin, and no resistant strains had been developed. The detection rate of
multidrug-resistant bacteria before management was 7. 74 % (694/8968), and after management it was 4. 39% (280/
6374). The detection rates of MRSA,CREC,CRAB,and CRPAE decreased from 19. 38% ,0. 97 % ,27.11% ,and 10. 77 %
before management to 12. 72% ,0. 42%,16. 86 % ,and 5. 84 % , with statistical significance (P <C0. 05).  Conclusion

CRAB and MRSA were the main multidrug-resistant strains in our hospital, with the most isolated sputum specimens,
followed by wound secretions. In clinical practice, antibiotics should be selected based on the results of drug sensitivity
tests. After implementing standardized nursing management, the detection rate of multidrug-resistant bacteria

significantly decreased,and the control effect on hospital infections was good, which can effectively prevent and control the

spread of multidrug-resistant bacteria in hospitals.
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