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Effect of MTB Hsp60 recombinant protein on chemotactic function to macrophages

WEI Linna', GAO Xuehan', DONG Pinzhi', WU Yingnong1 , WANG Haiyan2 ,LUO Junmin', QIN
1\/Iingl (1. Department of Immunology »School of Basic Medical Sciences , Zunyi Medical University , Zunyi 563000,
Guizhou s China; 2. Department of epidemiology and health statistics, School of public health  Zunyi Medical

University) ™™

Objective To study the effect of recombinant heat shock protein 60 (MTB Hsp60) from Mycobacterium
tuberculosis H37Rv on the chemotactic function of macrophages (RAW264. 7). Methods  After MTB Hsp60
recombinant protein (100 ng/mL) stimulated macrophages for 24 h,real-time fluorescence quantitative PCR was used to
detect the mRNA expression of the following chemokines such as Monocyte chemotactic protein-1 (MCP-1,CCL2),
Macrophage inflammatory protein-la ( MIP-la, CCL3), Macrophage inflammatory protein-18 (MIP-18, CCL4),
Regulation of Activation, Expression and Secretion by Normal T Cells (RANTES,CCL5),and Monocyte chemotactic
protein-5 (MCP-5,CCL12). The secretion levels of chemokines CCL2,CCL3,CCL4,CCL5 and CCL12 in cell culture
supernatant were detected by ELISA; Western bolt assay was used to detect the expression of C-C motif chemokine
receptor 1 (CCR1), CCR2 and CCR5 on the surface of macrophages; Flow cytometry was performed to detect
macrophages expressing chemokine receptors CCR1,CCR2,and CCR5;and Transwell assay was performed to detect the
chemotactic function of macrophages.  Results After MTB Hsp60 recombinant protein (100 ng/ml) stimulated
macrophages for 24 h,the mRNA level of CCL5,not other chemokine (CCL2,CCL3,CCL4 or CCL12) ,was up-regulated

significantly (P<C0. 05). However,the expressions of CCR1 and CCR2 proteins,not CCR5 protein,increased significantly
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(P<C0.05). In addition, {low cytometry results showed that the number of CCR1" and CCR2" macrophages,not that of

CCR5 " macrophages. in the stimulated groups increased significantly compared with that in the control groups (P <<

0. 05) ,and Transwell assay results showed that macrophages treated with MTB Hsp60 recombinant protein had a more

significant tendency to be recruited (P <C0.05).

Conclusion

MTB Hsp60 recombinant protein upregulates the mRNA

expression of chemokine CCL5 in macrophages. increases the levels of chemokine receptors CCR1 and CCR2 on the

macrophage surface,and enhances the chemotactic function of macrophages.

GG MTB Hsp60 recombinant proteins macrophage; chemokine; chemokine receptor
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