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Prokaryotic expression and identification of Heat Shock Protein 90 of Cryptosporidium parvum
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Objective To express and characterize the heat shock protein 90 (Hsp90) of Cryptosporidium parvum
using prokaryotic expression system. Methods Primers were designed according to the CDS region of Hsp90 gene of
Cryptosporidium parvum. Hsp90 gene was amplified by PCR with a fragment length of 2 136 bp,and ligated into the
pET-32a (-) vector to construct the recombinant plasmid PET-32a-Hsp90. Recombinant plasmid was transformed into
competent cells BL21(DE3) , and its expression product was induced with 0. Immol/L IPTG. The Hsp90 recombinant
protein was initially verified by SDS-PAGE. The expression product was purified using His packed protein purification
Results PCR amplified the

Cryptosporidium parvum Hsp90 gene fragment as 2 136 bp,and sequencing results indicated that the amplified Hsp90

column. Western blot was used to identify the reactivity of the recombinant protein Hsp90.

gene fragment was correct and successfully ligated with PET-32a(-). The recombinant plasmid PET-32a-Hsp90 was
transformed into competent cells BL21(DE3). IPTG induced expression of recombinant Hsp90 protein with a molecular
mass of approximately 78. 32 ku. The purified Hsp90 protein was characterized by Western blotting indicated using Anti-
His tag antibody. Conclusion This study successfully constructed the recombinant plasmid pET-32a-Hsp90, and the

Hsp90 recombinant protein wasexpressed by the prokaryotic system,and its reactogenicity was confirmed by Western

blot, which laid the foundation for the functional study of this protein.
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Fig. 1 Three dimensional model of Heat Shock Proteins 90
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Fig. 3 Double digestion identification of PET-32a-Hsp90
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Fig. 4 SDS-PAGE analysis of Hsp90 recombinant protein
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