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Genonic feature andys's of i nfluenza B/ Mictoriain X njiang producti on and constr ucti on cor psin 2021 -
2022

GUOJingxia: HE Yao. LI Hongye (Xinjiang Production and Construction Corps Center for Disease Contro
and Prevention ,Urumg ,830002,China)” "™

Ovjective  To identify and andyze the genome characteristics and evd ution of the B/ Victoria infl uenza
virus in Xinjiang Cor ps during the 2021 - 2022 surveill ance year sprovid ng sd entific basis for the prevention and contrd of
influenzain the regon. Methods 8 influenza B/ Victoria strans which was detected positiveby Red-ti me reverse
transcri ption pdy merase chai n reactionwere randonly sdected -and MDCK cdl was usedtoisdate and extract RNA from
the positive samples. The gene sequences were obtaned by whde -genome deep sequendng. Homoogy was tested
withvacd ne strans recommended by the World HedthOrganization. Phylogenetic trees was constructed toand yze the
evd ution of the virus. Resuts The homdogy of thenudectide and anino add of hemagg utinn (HA) bet ween B/
Victoriainfluenza epidemic strans monitoredin Xnjiang production and Construction Corpsin 2021 - 2022 were 99 .4 %
99.9% and 99 .8 9% 99 .9 % .respectivdy . And the homd ogy of Neuraminidase (NA)were 99.6 %99 .9 %.and 99 .8 %
99 .9 % respectivdy . Whilethe other six endogenous genes were 99 .0 % 99 .9 %/ 99 .7 % 99 .9 % respectively . The and ysis
of genetic evd utionin HA,PB2,PB1,NP.and MP reveded tha the eéght B/ Victoria strans were dosdy rdated to the
vacd ne stran B/ Austria/ 1359417/ 2021 , while the andyss of NA, NS,and PA showed that these strans were dosdy
rdated tothe vacd ne stran B/ Washington/ 02/2019. Condusion The result suggest that theinfluenza epidenic stran
of B/ Victoriastranin Xnjiang production and Construction Corpsin 2021 - 2022 bd onged to the via.3 branch ,whichis
dosest tothe vacd ne stranB/ Austria/ 1359417/ 2021 (recommended by WHOin 2022-2023) . Thereis still drift mutation
in key antigen epitopes bet ween the vacd ne strans recommended by WHO, while the amino add mutation of NA gene
does not affect the drug resistance.
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Table1 The hormd ogy bet ween the genes of the X njiang Corps B/ Mictoriainfl uenza virus and the vacd ne strai ns
inthe monitoring year of 2021 - 2022 (%)
B/ Brisbane/ 60/ 2008 B/ Cd orado/ 06/ 2017 B/ Washi ngton/ 02/ 2019 B/ Austria/ 1359417/ 2021
Gene (2016-2018) (2018-2020) (2020-2021) (2021 - 2022)
NA AA NA AA NA AA NA AA
HA 96 .4~97 .0 99.3~99 4 98.2~97 .6 99.4~99 .5 97 .6 ~98 .2 99.5~99 .6 99.0~99 .5 99.7~99 .8
NA 98.1~98 4 99.6~99.7 98.8~99.1 99.6 ~99.7 98.9~99 .2 99.7~99 .8 98.2~98 .5 99.6~99.7
PA 98.0~98.3 99.7~99.7 98.0~98.2 99.7 ~99.7 99 .4~99.7 99.8~99 .9 99.1~99.3 99.7~99 .8
PB1 97 .7~98 .4 99.7~99 .8 98.3~99.0 99.7 ~99.8 98.9~99 .6 99.8~99.9 99.0~99.6 99.8~99.9
PB2 98 .3~98 .6 99.7~99.7 98.0~98 .2 99.7 ~99.7 99.5~99 .8 99.8~99.9 98.2~98.5 99.7~99.7
NS 98 .6 ~99 .2 99.6~99.7 97 .8~98 4 99.5 ~99.6 98.9~99 .5 99.7~99 .8 98 .6 ~99 .2 99 .5~99 .6
NP 98.2~98.6 99.7~99 .8 98.9~99 .2 99.7 ~99.8 99.2~99.5 99.7~99 .8 99.2~99.5 99.7~99 .8
MP 98.1~98.5 99 .6 ~99 .6 98 .4~98 .8 99.6 ~99.7 98.3~98.7 99.6~99.7 98.3~98.7 99.6~99.7
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