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(U N Malaria is the deadliest insect-borne disease caused by Plasmodium parasites, which are spread to people

through the bites of infected female Anopheles mosquitoes. The efficient spread of malaria from infected humans to mos-

quitoes is a major challenge for malaria elimination initiatives. Malaria transmission blocking vaccines (TBVs) target

Plasmodium stages that transmit between human and mosquitos in order to interrupt the parasite’s life cycle and reduce

spread. Combined with other prevention and control strategies, TBVs could contribute to malaria elimination from affect-

ed communities and malaria eradication worldwide. This article reviews the recent developments in TBVs and the trans-

mission-blocking immunity in order to provide a theoretical reference to the development of TBVs,
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Fig. 1 Life cycle of the malaria parasite and target stages of TBVs
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Fig.2 Schematic domain organization of all TBV antigens described
in this article
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