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Objective To analyze the biological characteristics of Mycoplasma pneumoniae GrpE protein, purify GrpE
protein and prepare polyclonal antibody. Methods The amino acid sequence of MpGrpE protein was obtained from NC-
BI website, which was used to compare with the amino acids of GrpE protein from E. coli sMy. tuberculosis U. urea-
Lyticum M. genitalium ,M. gallisepticum and M. tortoise. Bioinformatics software was used to analyze and predict the
biological characteristics of MpGrpE protein,such as signal peptide, transmembrane region, cell localization, phosphoryla-
tion and glycosylation modification,secondary structure, tertiary structure,B cell epitope and acting protein. The recombi-
nant plasmid pET28a-MpGrpE was transformed into E. coli sand the recombinant MpGrpE protein was induced and puri-
fied by Ni*" affinity chromatography. The recombinant protein was immunized with mice to obtain antiserum and deter-
mine the antibody titer. Results The homology between MpGrpE protein and GrpE protein of M. genitalium was as
high as 73%. MpGrpE protein is an unstable hydrophobic protein, which has 217 amino acids in total, with molecular for-
mula Cy05 Higor Nogy O456S, and  theoretical molecular weight is 24. 7 10° ku, the theoretical isoelectric point is 7. 7.
MpGrpE protein has no signal peptide and transmembrane region, which is located in the cytoplasm. It may contain 8 ser-

ine,4 threonine,2 tyrosine phosphorylation sites and no glycosylation sites. The content of a-helix is 69. 12%. The con-
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tent of random coil was 18. 89% ,B-sheet was 8. 29% and B-turn was 3. 69%. The 83. 2% of the tertiary structure of

MpGrpE protein was in the best state. MpGrpE protein contains four continuous B epitopes and four nonlinear epitopes.

The interacting proteins of MpGrpE protein include DnaK, Gros, grol and so on. High purity MpGrpE protein was ob-

tained, which can induce mice to produce IgG antibody.

Conclusion MpGrpE protein is a hydrophobic protein localized

in the cytoplasm of M. pnewmoniae and has good immunogenicity. This paper provides an experimental basis for the

pathogenesis of M. pneumoniae and vaccine research and development.
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Fig.2 Transmembrane region of MpGrpE protein
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Fig. 6 Spatial location of discontinuous epitopes in MpGrpE protein

Fig.7 The interaction proteins of MpGrpE protein
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